Figure S2. Bacterial colonization in relation to the co-occurrence with respiratory viruses
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Point estimates are shown for the risk of nasopharyngeal colonization of [A] S. pneumoniae, [B] H. influenzae, [C] M. catarrhalis and [D] S. aureus in the presence of a respiratory virus
relative to colonization in the absence of that particular virus. Relative risks are plotted on a logarithmic scale. The horizontal bars indicate 95% confidence intervals. Note that the scale

in the figure for S. aureus differs from the others.
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